Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.023; wR factor = 0.055; data-to-parameter ratio = 29.0.
In the title compound, [PdBr(C 27 H 23 N 3 OPS)]ÁC 3 H 6 O, the coordination geometry about the Pd II atom is distorted square-planar, arising from the attached Br, S, P and N atoms (N and Br are trans), the maximum deviation from the plane being 0.2053 (4) Å for the N atom. The three benzene rings attached to the P atom make dihedral angles of 69.78 (7), 87.05 (7) and 77.50 (7) with each other. An intramolecular C-HÁ Á ÁN hydrogen bond forms an S(6) ring motif. In the crystal, the complex molecules form infinite chains along the a-axis direction through C-HÁ Á ÁBr interactions, and a C-HÁ Á ÁO interaction links the main molecule with the acetone solvent molecule. Mogorosi et al. (2011) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
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Crystal data [PdBr(C 27 Table 1 Selected geometric parameters (Å , ).
83.90 (3) P1-Pd1-S1
165.537 (15)
93.172 (10) S1-Pd1-Br1 94.023 (10) Table 2 Hydrogen-bond geometry (Å , ). Iminophosphines containing heteroatoms such as nitrogen, oxygen or sulfur have attracted considerable attention with the expectation that the functionality could participate in the chemistry. These functionalized ligands may act as chelating ligands, using phosphorus and other atom(s), for example, the nitrogen, oxygen or sulfur as donor atoms. Interest in the metal complexes of these hemilabile ligands and their applications in catalysis have been steadily growing as the different features associated with each donor atom offer properties unique to their metal. In particular, the palladium(II)-iminophosphine complexes have shown great potential as catalysts for the formation of new C-C bonds in organic synthesis (Mahamo et al., 2012 , Nobre et al., 2009 , Scrivanti et al., 2009 , Sánchez et al., 2010 and in oligomerization reactions (Mogorosi et al., 2011) .
All parameters in (I), are within normal ranges. The coordination environment around Pd II atom is in a distorted squareplanar configuration, formed by Br1, S1, P1 and N1 atoms with maximum deviation from the plane form by these atoms being 0.2053 (4) Å for the N1 atom. The coordination bond distances between Pd II with Br1, S1, P1 and N1 atoms are 2.42015 (17), 2.3260 (4), 2.2470 (4) and 2.0243 (12) Å, respectively with angles 93.17 (1)° for Br1-Pd1-P1, 94.02 (1)° for Br1-Pd1-S1, 83.9 (3)° for S1-Pd1-N1 and 90.13 (3) for P1-Pd1-N1. The three benzene rings attached to the P1 atom make dihedral angles of 69.78 (7)° (C2-C7 and C8-C13), 87.05 (7)° (C2-C7 and C14-C19) and 77.50 (7)° (C8-C13 and C14-C19). These three benzene rings make dihedral angles of 21.99 (7)°, 86.06 (7)° and 75.78 (7)° with the C21-C26 benzene ring.
In the molecule, an intramolecular hydrogen bond of C26-H26A···N2 (Table 1) forms an S(6) hydrogen ring motif (Bernstein et al., 1995) .In the crystal structure, the main molecules form infinite chains along the a-direction through the intermolecular interaction of C3-H3A···Br1 i whereas the C9-H9A···O2 ii bond links the main molecule with the acetone (Fig. 2 ).
The title complex was prepared by a metathesis reaction of the chlorido({2-[2-(diphenylphosphanyl)benzylidene]hydrazin-1-ylidene}(4-methoxyanilino)methanethiolato)palladium(II) complex. Potassium bromide (70 mg, 0.57 mmol) was added to a solution of the chloropalladium(II) complex (30 mg, 0.06 mmol) in acetone (6 ml). The reaction mixture was allowed to stand at room temperature for 20 h. Orange blocks of the title compound, which precipitated out were filtered off, washed with cold methanol and dried in vacuo (yield: 80%). Melting point: 157-159 °C.
Refinement
N bound H atom were located from a difference Fourier map and freely refined. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.95-0.98 Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms. A rotating group model was applied to the methyl group.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 );
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure, showing 50% probability displacement ellipsoids. Hydrogen atoms are shown as spheres of arbitrary radius.
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Figure 2
The crystal packing of (I). Dashed lines indicate hydrogen bonds. H atoms not involved in the hydrogen bond interactions have been omitted for clarity.
Bromido({2-[2-(diphenylphosphanyl)benzylidene]hydrazin-1-ylidene}(4-methoxyanilino)methanethiolato)palladium(II) acetone monosolvate
Crystal data [PdBr(C 27 
) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F
2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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